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Fig. 1. PCR Product of Ovar-DRB1 gene exon 2 region
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Fig 2. Bioedit Sequence Alignment results of the samples. 

[bookmark: _GoBack]Fig. 3. The sequence results of the studied samples are given below.
>MH686535 AK1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGGACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGGCCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCTTTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686536 AK2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAACGCCGAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGACGCGGACCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCTTTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686537 AK3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGCTTCCTGGACAGTTACCTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGACCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686538 AK4    
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGCTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCGAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGACGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686539 DAG1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAGCGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686540 DAG2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAGCGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGAGGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686541 DAG3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGAGGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686542 AWA1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGGGCGGTGGCCGAGCTGGGGCGGCCGAACGCCGAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGAGGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686543 AWA2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAACGCCGAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGAGGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686544 AWA3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAACGCCGAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGAGGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCTTTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686545 SAK1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686546 SAK2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACATCCTGGAGCGGACGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686547 SAK3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGACGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686548 KIV1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAGCGCCAAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGACGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686549 KIV2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAGCGCCAAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGACGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCTTTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686550 KIV3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGAGCGCCAAG
TACTGGAACAGCCAGAAGGACATCCTGGAGCGGACGCGGGCCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCTTTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686551 KAR1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGGACGCCAAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGACGCGGGCCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686552 KAR2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGGACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGAGGCGGGCCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686553 KAR3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGAGGCGGGCCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686554 MAL1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTTCCGGGCGGTGGCCGAGCTGGGGCGGCCGGACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686555 MAL2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGGACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686556 MAL3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTACCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGGCCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686557 MOR1
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGGGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGAGATCCTGGAGCGGACGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCTTTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686558 MOR2
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATACTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGACGCGGACCGAGGTGGACACGTACTGC
AGACACAACTACGGGGTCATTGAGAGTTTCAGTGTGCAGCGGCGAA
>MH686559 MOR3
TATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAAC
GGGACCGAGCGGGTGCGGTTCCTGGACAGATCCTTCTATAATGGAGAAGAGTACGTGCGC
TTCGACAGCGACTGGGGCGAGTACCGAGCGGTGGCCGAGCTGGGGCGGCCGAACGCCAAG
TACTGGAACAGCCAGAAGGACTTCCTGGAGCGGAGGCGGGCCGATGTGGACACGTACTGC
AGACACAACTACGGGGTCTTTGAGAGTTTCAGTGTGCAGCGGCGAA
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[BHB84514 Ovi TATCCCGTCTCTGCAGCACATTTCTTGGAGTATCATAAGAGCGAGTGTCGTTTCTCCAACGGGACCEAGCEEETGCGETACCTGEACAGATACTTCTATAATGGAGAAGAGTACGTGCGCTTCGACAACGACTGGES|
[A¥456055.1 CTATCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGGGACCGAGCGEETGCGETTCCTGEACAGATACTTCCATAATGGAGAAGAGTACGCGCGCTTCGACAGCGACTGGES|
[A¥456060.1 CTATCCCGTCTCTGCAGCACATTTCTTGGAGTATACTAAGARAGAGTGTCGTTTCTCCAACGGGACGEAGCGEETGCGETTCCTGEACAGATACTTCTATAATGGAGAAGAGTACGCGCGCTTCGACAGCGACTGGES|

lax1 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGGTTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
lax3 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
laxa A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGCTTCCTGEACAGTTACCTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
laxs A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGCTTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
lpac1 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
lpac2 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
lpac3 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGGTTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
lpaca A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGGTGCGETACCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCCACTGEEE
lawal A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
lawa2 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
a3 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
lawas A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATCTTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
sakL A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
sax2 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
s2K3 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGGTTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
KTVl A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
KIv3 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
[KIva A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
[KaR1 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
[xaRS A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGREE
[KaRE A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGREE
[KaRT A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGREE
MALL A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGREE
MAL2 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEGTGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
MAL3 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGGTGCGGTACCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
[MORL A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGGGTGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
[MOR2 A TCCCGTCTCTGCAGCACATTICCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGETTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCCACTGEEE
[MOR3 A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCGEETGCGGTTCCTGEACAGATACTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
[MORY A TCCCGTCTCTGCAGCACATTTCCTGGAGTATTATACGAGCGAGTGTCATTTCTTCAACGEGACCGAGCEEETGCGETTCCTGEACAGATCCTTCTATARTGGAGAAGAGTACGTGCGCTTCGACAGCGACTGEEE
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